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1 Morphologically unidentified bone specimens constitute the major component of Pleistocene bone 
assemblages: hence they contain the biggest opportunities for multi-disciplinary analysis if taxonomic 
data can be obtained effectively for individual morphologically unidentified bone specimens. 
2 Given the high false-positive ratio reported in some statistical studies, the application of de novo/error 
tolerant search engines on palaeoproteomes needs explicit testing in controlled bioinformatic 
experiments. 
3 Inferences regarding hominin behaviour based on interpretations of the archaeological record should 
not be used to make biological inferences when the exchange of symbolic or technological ideas 
between populations is possible or likely. 
4 The evolutionary relationships between populations of ancient hominins can be studied through the 
study of ancient protein sequences. 
5 The assumption that the non-Châtelperronian transitional assemblages are (also) made by 
Neanderthals needs to be supported by biological data. 
6 Further integration of palaeoproteomic analysis into traditional zooarchaeological and 
osteoarchaeological research projects requires input from specialists in these fields. 
7 The bone proteome is a heterogeneous ensemble composed of proteins from diverse tissue and 
cellular origins (bone, vascular, neuronal, hematopoietic and others) that requires further exploration if 
this diversity is to be used effectively towards understanding physiology and pathology in archaeological 
contexts. 
8 Palaeoproteomic studies not attempting to identify patterns of damage, including reporting of damage 
levels in different proteins, or in another way expressing an understanding of the risk posed by protein 
contamination, should be treated with suspicion. 
9 The study of ancient proteins presents an enormous research potential to anthropology and 
archaeology, and should therefore be a compulsory subject during Bachelor or Master education. 
10 Open Access publishing presents an opportunity for researchers, (social) media, and policy makers to 
more closely interact only when such publishing efforts are combined with Open Data. 
11 Funding organizations should consistently allow publication fees to be included in grant proposals. 
